Screening for lysogenic lactobacilli in rat fecal samples has identified Lactobacillus murinus EF-1. Whole-genome sequencing revealed a 2.30-Mb draft genome with 39.6% GϩC content and 2,196 open reading frames. PHAST analysis identified three intact prophages of 26.1 kb, 25.4 kb, and 49.6 kb in size. L ysogens, bacterial hosts with an embedded bacteriophage genome within their bacterial genome, account for approximately 40% of the total bacterial population across several microbial communities (1, 2). Identifying and characterizing lysogens with their intact viral genetic component enables further research to explore the roles that viruses play in aiding bacterial hosts in establishing and developing niches within gastrointestinal tract (GIT) environments (3). Lactobacillus murinus EF1 was isolated from a rat fecal sample and confirmed to be a lysogen by mitomycin C induction. L. murinus strains have previously been isolated and identified from rat, mice, porcine, canine, and humans (4, 5). Also, various L. murinus strains have been further characterized as probiotics in food formulations (4, 6, 7). With increased public interest in probiotics (7), the impacts of lysogenic bacteriophage on probiotic functions within the host GIT are beginning to unravel (2).
